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IligcTaBa o715 IpoBeAeHHs POOIT: 34 - IOroBip (3aMOBJIEHHS) 3 LIeHTPAJIbHUM OPraHOM BUKOHABYOI BJIaIM, aKaleMi€lo HayK
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Hanpsm ¢inancyBanHs: 2.1 - pyHIaMeHTaNbHi TOCTiIKEHHS

J>kepesia piHaHCYBaHHS



IkepeJio diHaHcyBaHHS: 7713 - KOWITHU IEePKOIOIKETY

dakTuunnii o6csr pinaHcyBaHHs 3a 3BiTHMIH eTam: 915.293 TUC. IpH.
5. HaykoBo-TexHiYHa po6oTa

Hasga po6oTH (YKp)

JlocimpKeHHS MOJIeKyJIIpHO-6i0JIOTiYHMX i (PEHOTUIIOBUX IPOSIBiB (PYHKI[IOHYBaHHS IIEPEHECEHUX T'eHiB Ta 0CObJIMBOCTEN iX

YCIIaJIKyBaHHs y 610TEXHOJIOTIYHMX POCIIVH

Ha3sBa po6oTH (aHrJ1)

Study of molecular biological and phenotypic manifestation of transmitted genes performance and their inheritance in
biotechnological plants

Pedepar (ykp)

O6'extom pocmigxeHp O0ynn reHu nptll, gfp, uidA nepeHeceHi B pociMHM MIIEHULi Ta KyKypyA3u, rho0 MyTaHTH IpimxiB
Saccharomyces cerevisiae Ta S. paradoxus, uuépuau poguHu Brassica. MeToro po6oTu 6yn0 BUBYEHHS (QYHKLIOHYBAaHHS T'eHiB
CTIMIKOCTi 10 CTpECiB, MOXJIMBOCTI IE€PEHECEHHS 4YY>KOPiJIHMX TeHiB PI3HOTO IMOXOIKEHHS Yy TOCIOJAPCLKO IiHHI POCIMHHU,
3'ICyBaHHSI OCOOJIMBOCTEN iX ekcmpecii Ta ycmaakyBaHHS, (¢i3i010ro-6i0XiMiYHOrO i MOJIEKYJIIPHO-0i0JIONYHOTO MPOSIBY.
[IpoBeleHO caMoO3aluJIeHHsI Ta OTPUMAHO HACiHHS MIIEHWUIi AJ1 BUBYEHHS yCNaiKyBaHHs reHa nptll y moxosinni T3. Ilpu
Agrobacterium-ornocepenkoBaniit TpaHcdopmauii in vitro edexTuBHicTh TpaHcopmalii copTy SITpanp 60 6yna JOCTOBIpHO
BUILOIO MpM BUKOpHUcTaHHi mTamy GV3101 (vactora TpaHcdopmauii 3,41+0,95% Tta 1,28+0,59% masa wramie GV3101 ta C58
BiANOBiNHO). ¥ 6aTbKiBCBKMX POCJMH LMOpuUfiB, pinaku copriB Westar Ta Pactol, Lesquerella fendleri i Orychophragmus
violaceus, mpu BUpOIyBaHHi 3a CTPECOBMX YMOB BHUSBJISUIM 3MEHIIEHHS KiJIbKOCTi PO3YMHHOrO 6ifKy, CyTTe€BE 30i/lbLIEHHS
MPUPOCTy cUpoi Macu y pinakiB Ta #oro 3meHmeHHs 1jst L. fendleri i O. violaceus. V TpaHcreHHux 3a reHom gfp pociuH
KyKypyZn3u ¢ikcysasnu miku ¢oopeclieHliii, xapakTepHi ays ¢ioopectenuii myraHTHoro GFP S65T, mo CBif4uTh PO BUCOKUI
piBeHb ekcripecii 3es1eHOro (pJIyopUCHEHTHOro 6ijika B €KCTPAaKTax POCJMH KyKypyn3u. o cKiamy KoJeKuii MeTiT MyTaHTIB
IpiKmKiB S. cerevisiae Ta S. paradoxus BBe[leHO MeTiTu 15 1a60paTOPHUX, NPUPOJHIX Ta KOMEPIIMHOTO BUHHOTO mTaMy. Y MeTiT
MYTaHTiB S. cerevisiae Ta S. paradoxus MPUTHiY€HO iHBa3il0 B MOXMBHE CEPENOBHILE, IIPYU IbOMY 3LATHICTh JO YTBOPEHHS

arperaTtHoro iHBa3MBHOTO POCTY 36epiraeTbcsl.
Pedepar (aHr1)

The object of research was genes nptll, gfp, uidA transferred to wheat and corn plants, rho0 mutants of yeast Saccharomyces
cerevisiae and S. paradoxus, hybrids of the Brassica family. The aim of the work was to study the functioning of stress resistance
genes, the possibility of transferring foreign genes of different origins to economically valuable plants, to clarify the features of
their expression and inheritance, physiological-biochemical and molecular-biological manifestation. Self-pollination was
performed and wheat seeds were obtained to study the inheritance of the nptll gene in the T3 generation. In Agrobacterium-
mediated transformation in vitro, the transformation efficiency of Yatran 60 cultivar was significantly higher when using strain
GV3101 (transformation frequency 3.41+0.95% and 1.28+0.59% for strains GV3101 and C58, respectively). In parent plants of
hybrids, rapeseed cultivars Westar and Pactol, Lesquerella fendleri and Orychophragmus violaceus, when grown under stress
conditions showed a decrease in the amount of soluble protein, a significant increase in raw weight gain in rapeseed and its
reduction for L. fendleri and O. violaceus. In transgenic maize gfp gene, fluorescence peaks characteristic of the fluorescence of
mutant GFP S65T were recorded, indicating a high level of green fluorescent protein expression in maize plant extracts. The
collection of petit mutants of the yeasts S. cerevisiae and S. paradoxus included petites of 15 laboratory, natural and commercial
wine strains. In petit mutants of S. cerevisiae and S. paradoxus, invasion into the nutrient medium was suppressed, while the

ability to form aggregate invasive growth was preserved.

Inpexc YIK: 633 /635.000.57; 57.02, 604.6:575.21:577.21

Kozu temarnynux pyopuk HTI: 68.35.05

6. HaykoBo-TexHiyHa npoaykuis (HTII)



HTII 1

Hassa npoaykii (ykp): Crioci6 Bim6opy reHOTHUIIiB KyKypy/131, KOMIIETEHTHUX 10 6i0J1iCTUYHOI reHeTUYHOi TpaHcdopmaliii, 3a

JIOTIOMOTOI0 AOCJIiIKEHHS TPaH3i€HTHOI eKcIpecii reHa 6eTa-TII0KYPOHifa3u.

Haszsa npoaykuii (anri): A method of selecting maize genotypes competent for biolistic genetic transformation by studying the
transient expression of the beta-glucuronidase gene.

OuikyBaHi pe3ysbTaTu: TexHoJorii
Tanyss 3acTocyBaHHS: biOTEXHOJIOTISI POCIIVH, KJIITUHHA Ta FEHETUYHA iH)XXeHepisl. [€HeTnYHe MOJINeHHs POCJINH.

Onuc npoaykuii (ykp): CyTb BUHaXo[ly TI0JISITa€ B TOMY, 110 Yepe3 YOTUPU J06HU Micist TpaHchopMallii IPOBOASATb LOCiAKEHHS
TPaH3i€HTHOI eKCIIPECii reHa 0-TJII0KYPOHia3y B KallyCHi TKaHWHI, OTPMMaHIil Ha HE3PINUX 3apojKaX, 3a iIHTEHCUBHICTIO CUHbOTO
3a6apBJIEHHS Ta IJIOIEIO KaJIyCy, SIKY BOHO 3alimMae. [IopiBHSIHHS pe3ysbTaTiB aHai3y TpaH3i€HTHOI ekcrpecii reHa o-
TJIIOKYPOHiA3K B KajycaX pi3HUX T€HOTHUIIIB 3 pe3yJIbTaTaMU CTabiIbHOI FeHETUYHOI TpaHcdopMallii Tokasano e(peKTUBHICTb

TaKOro MiAX0oy AJis Bif6Opy KOMIIETEHTHUX 0 FeHeTUYHOI TpaHchopMallii FeHOTUMIB KyKypyZA3U.

ConjianpHO-eKOHOMIYHA cripsimoBaHicTh HTTI: CTBODEHHS TE€XHOJIOTIH [IJI1 OTPUMAaHHS POCJIMH 3 HOBUMU BJIACTHBOCTSIMU.
Cragis 3aBepmenocti HTII: 3it o HIAJIKP

BnposazykenHsa HTII: He BnpoBamkeHO

CTpOKH BIPOBaJ KEHHS.

Bupo6uuk npoaykuii: IKBI'T HAH Ykpainu

Cno>KuBayi NpOAyKIi:

IlepcrieKTHBHI pHHKH:

IpaBa iHTeE/IEKTYa/IbLHOI BJIaCHOCTi: OTPMMaHO NaTEHT

®opmu Ta ymoBH nepegayi npogykuii: CriinpHi HIJKP
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