O6J1ikoBa kKapTka HIJIKP

Jep>kaBHUH 061ikoBHI HOMep: 0221U103005
Dep>kaBHUH peecTpaniiinuii Homep: 0116U001167

Bigkpura

Dara peecrpamnii: 12-02-2021

1. ETaniy BUKOHAHHS

Homep eTany: 5

Hassa eramny: JloC/ipKeHHSI FTEHETUYHOTO Pi3HOMAHITTA Ta (PijIOT€HETUYHUX B3AEMOBIJTHOCHH IITaMiB BUHHUX JIPIKIKIB pizHOTO

MOXOMIKEHHS
ITowaTok erany: 01-2020
3akiHueHHs eTany: 12-2020

Bup, 3BiTHOTO ZOKyMeHTa: OCTaTOYHUH 3BiT

2. BukoHaBeupb

Hassa opranisanii: [HCTUTYT BUHOTpasapcTBa i BUHOpo6cTBa imM.B.€.Taiposa

Koz €IPIIOY /IITH: 05431532

MignopsaxoBaHicTe: HallioHasbHA akaZleMisl arpapHUX HayK YKpaiHu

Appeca: By1. 40-pivus [Tepemorn, 27, cMmT. Taipose, OBifiononbcekuil p-H., Opecbka 06:1., 65496, Ykpaina
Tenedon: +38(048) 740-36-76

E-mail: iviv_nnc@ukr.net

3. BnacHuk peayabtatiB HIJKP (mpoaykirii)

Hassa oprani3sanii: HanioHanbHUI HayKOBUI IIEHTP "[HCTUTYT BUHOTpaapCcTBa i BUHOpoo6cTBa iMeHi B. €. Taiposa”
Koz, €IPIIOY /IIIH: 05431532

Appeca: Byn1. 40-pivus [lepemory, 6yx. 27, cmT. Taipose, OBimionosscekuil p-H., Opnecbka 061., 65496, Ykpaina
IlizgnopsaxoBaHicTe: HalioHasbHa akafieMist arpapHUX HayK YKpaiHu

Tenedon: 380487404456

4. JI>kepeJia Ta HanIpsiMu piHaHCYBaHHA

IligcraBa a1 npoBeAeHHs PooiT: 34 - HOroBip (3aMOBJIEHHS) 3 LIEHTPaJIbHUM OPTaHOM BMKOHABYO] BIai1, aKaZileMi€io HayK

(ros1I0BHMMU PO3MOPSAHUKAMU OI0IKETHUX KOIITIB Ha TpoBeaeHHs HIIKP)
KIIKBK: 6591060

Hampsam ¢inancyBanHs: 2.1 - pyHIaMeHTasbHI JOCTIIKEHHS

J>kepesia piHaHCYBaHHS

I>xepeJio ¢piHaHCyBaHHS: 7713 - KOWITH JePXKOIOIKETY

daxTuynmii 06car dinancyBaHHS 3a 3BiTHHE eTam: 451.040 THC. TPH.



5. HaykoBo-TexHi4Ha poooTa

HasBa po6oTHu (YKp)

JocnimpkeHHs MOJIEKYJIIpHO-TeHETUYHOro noiaimMopdizMy BUHHUX APDKIKIB Saccharomyces cerevisiae sk CKJIaZioBOi cesieKIii Ta

TEXHOJIOTii BUPOOHUIITBA BUH

Ha3zBa po6oTHu (aHrJ1)

Molecular genetic polimorphism of wine yeast Saccharomyces cerevisiaecharacterisation as a component of their selection and
wine technologies

Pedepar (yxp)

70 3pa3kiB BUAIEHMX aBTOXTOHHUX BUHHUX APDKIKIB Saccharomyces cerevisiae nemnoHoBaHi y 3-x HaAHOIIbIINAX KOJIEKLISX
MIKpOGHUX KyJIbTYp cBiTy (Snonis, CIIIA, Benmko6puTaHis). 3pasky aBTOXTOHHUX JIPDKIPKIB XapaKTepU3YIOThCS PI3HUM [IKEPETIOM
BUJIiJIEHHS y COPTOBOMY PO3Pi3i (TEXHIUHI cTapo/iaBHi COPTH, TEXHIYHI COPTU Ta COPTH HOBUX MOKOJIiHb cesnekuii IBiB im. Taiposa),
B IUIaHI [MiNSHOK (CeseKkuiiiHi Ta KioHOojocuimHi minsHku IBiB TaipoBa, Bunorpaguuku [T «TaipoBcbke»), pisHUMEH
TEXHOJIOTIYHMMU €eTalnamMu (BUHOTPAJ, CBUKMI, COK BUHOTpAany CBIXKUH, Cycio, iH.). YacTuHy IITaMiB BUIIZIEHO 3 TPYI COPTIB
Opecbkoi (Osigionosnbcpkuil Ta Bosnrpascbkuil p-HH), MukosaiBcbkoi Ta XepCOHCBHKOI OO6JL),II0 € OCHOBOIO IIPOCTOPOBO-
reorpacivHoro pisHoMaHiTTs. V reHob6aHky fnonii nposegeHo JHK-imentudikanio 6inpmocTi BUAIIEHMX Ta 3aJ€lOHOBAaHUX
KyJIbTYp BUHHUX JApDKAXiB Saccharomyces cerevisiae 3a sokycamu-ITS1_5.8S_ITS2 (renu pi6ocomanbHoi PHK). ITokasano
reTeporeHHicTb. Cepes 6i0XiMiYHMX MapameTpiB JOCIIAKEHO aKTUBHICTh (PEPMEHTIB, 1O KaTajli3ylOTh peaklii MIaCcTUYHOTO Ta
€HEepPreTUYHOro OOMiHy, BMICT OpraHiYHMX KHUCJIOT. Halbinbmi BiIMiHHOCTI BUSIBIEHO 3a piBHEM aKTMBHOCTI (DEPMEHTIB
€HepreTUYHoro ooMiny. [lonepenHs oLiHKA pe3yJbTaTiB JOCIiI’KEHHS BIUIMBY Ha SKiCTb BUHA ITaMiB BUHHUX OpixkmkiB USRCBY-
3645-3649 1eMOHCTPYE NPaKTUYHY MEPCIEeKTUBHICTh PO6OTH. [y1g mpoBeneHHs audepeHuianii mramiB BUHHUX APDKIXKIB Ta
OLIiHKH iX (iJIOreHeTUYHUX B3a€EMUH BUKOPMCTAHO OTPUMaHi 3 reHo6aHKy SlnoHii cikBeHcu, 6aHK BugineHoi JHK 43-x mramiB Ta
ajiesibHi XapaKTepPUCTUKU MIKpOCATesliTHUX JIOKYCiB BUKOPUCTaHi 1Jis1 MpoBeAeHHs audepeHuianii Mix mramamu ApPiKIXKiB,
BUJiJIEHNX Ha COPTax Ta KjoHax B IBiB Taiposa i mociigxeHHs ix QiroreHeTUYHMX B3a€MUH 3 LITAMaMU iHIIOTo reorpadivHoro
MOXOJPKEHHsI. Bisyasisalisi pe3ysbTaTiB aHaslidy [03BOJIMJIA 3pOOMTH BUCHOBOK LIOJO KiacTepusauii (y 3-x BUMajKax) 3pasKiB
BUHHUX IPIKIXKIB YKpaiHM 3 3paskaMu BHMHHUX APDKIKIB €BPONENCbKMX BMHOIPaJapChbkux KpaiH. IHum 3pasku cpopmysanu

okpeMmi 3 cyOklacTepH, BiJHOCHO 1ajIeKO pO3TalllOBaHi Bij, pepepeHCHUX 3Pa3KiB.
Pedepar (aHrI)

70 autochthonous wine yeast samples Saccharomyces cerevisiae isolated in vineyards in different regions of Ukraine from
different varieties were deposited in the 3 largest collections of microbial cultures in the world, located in Japan, USA and Great
Britain. Selected samples are characterized by a variety of sources of isolation (wine ancient varieties, wine varieties breeded at
NSC “Tairov Research Institute of Viticulture and Wine-Making” and by different plots and regions (Odessa (Ovidiopol and
Bolgrad districts), Mykolayiv and Kherson regions), which is the basis of their spatial and geographical diversity. In the Gene
Bank of Japan DNA identification of Saccharomyces cerevisiae strains by loci - ITS1_5.8S_ITS2 (ribosomal RNA genes) was
carried out. The heterogeneity of strains in biochemical and molecular genetic terms is shown. Among the biochemical traits,
the activity of enzymes that catalyze the reactions of plastic and energy metabolism, as well as the content of organic acids was
studied. Differences in the level of enzymes activity were found. Preliminary evaluation of the results obtained in the study of
wine yeast strains USRCBY-3645 - 3649 oon wine quality demonstrate the practical prospects of this work. To differentiate the
strains of wine yeast and assess their phylogenetic relationships sequences obtained from the Gene Bank of Japan were used.
Isolated DNA of 43 strains and allelic characteristics of microsatellite loci were used to differentiate wine yeast strains, too and
the study of their phylogenetic relationships with strains of other geographical origin were done. Visualization of he analysis
results allowed to draw a conclusion about the clustering of wine yeast samples from Ukraine with ones of European wine-
growing countries. Other samples formed 3 separate subclusters, relatively far from the reference samples.

Inpexc YIK: 634.8, 634,836.17:631.524:581.4:631.331.4

Kopgu TemarnuHux pyopuk HTI: 68.35.55



6. HaykoBo-TexHiyHa nponykuis (HTII)

HTII 1

Hassa npoaykii (ykp): OioreHeTnyHi B3aEMUHY MK IITaMaMy BUHHUX JIPIKIKIB

Hassa npoaykuii (anrJi): Phylogenetic relations among wine yeast strains

OuikyBaHi pe3ysbTaTu: TexHosorii, MeTonu, Teopii, MeTopnyHi JOKyMeHTH, AHAJIITUYHI MaTepianu
T'any3s 3acTocyBaHHS: BUHOrpagapcTBo, BHHOPOOGCTBO

Onuc npozykuii (ykp): leHaporpama B3aEMUH MK IITaMaMy, SIKa A€ MOXJIMBICTb OLIIHUTY F€HETUYHI TUCTaHIIii MiX IITaMamMu

pizHOrO reorpaiyHOTO MOXOIKEHHS

ConianbHO-eKOHOMIYHa cipsimoBaHicTb HTII: CTBOpEeHHS IPMHIMUIIOBO HOBOI IPOAYKLii (MaTepiasiB, TEXHOJIOTIH TOLIO) AJIs
3abe3reyeHHs €KCIIOPTHOro MOTEeHIiasy Ta 3aMillleHHIOo iMIIOPTY, 36ibIIeHHs 06CsTriB BUpOOHULITBA, EKOHOMISI MaTepiais,

OLUiHKa NEepCIEeKTUBHUX 1151 YKPAiHU METOLIB LOCIIII)KEHHS KICHUX MOKA3HUKIB NIPOAYKii CiJIbCBKOT0 IOCIONapCTBa
Cragis 3aBepmenocti HTII: Ines, koHuenuis, 3it mo HIJIKP

Bnposazykennsa HTII: BipoBazkeHO

CTpoKH BIIPOBaZ KEHHS!

Bupo6nuk npoaykuii: HHIJ "IBiB im. B.€. Taiposa"

Cro>KuBayi NpOAYyKIKii:

IlepcneKTHUBHI pUHKH:

IlpaBa iHTeIeKTyasIbHOI BiacHOCTI: «Hoy-xay», 32 KOpJIOHOM

®dopmu Ta ymoBH nepepaui npogykuii: Hapyanus nepconany, Insecruuii, Criinbui HIJKP, CriinbHe BUPOOGHUIITBO
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8. 3BiTHa AOKyMEHTaLis

KinpKicTh CTOPiHOK B 3BiTi: 31
Mosga 3BiTy: YKpaiHCbKa

KinpkicTs daiinis y 3BiTi: 1

9. 3aKJII0YHI BiLOMOCTi
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