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Haspa erany: BuaHaueHHsI FeHETUYHOI XapaKTEPUCTHKY NMallieHTiB 3 TSDKKUM nepedirom COVID-19 1151 paHHBOTO IPOTHO3YBAHHS
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4. JI>kepeJia Ta HanpsiMu piHaHCYBaHHSA

IligcraBa aJ1s1 mpoBeAeHHs POOIT: 34 - IOroBip (3aMOBJIEHHS) 3 LIeHTPAJIbHUM OPraHOM BUKOHABYOI BJIaIM, aKaleMi€lo HayK

(ro;IOBHMMU PO3INIOPSIAHUKAMY OIOPKETHUX KOIITIB Ha mpoBeaeHHst HIIJIKP)
KIIKBK: 6561040

Hampsam ¢inancyBaHHs: 2.2 - IPUKJIATHI JOCIiIKEHHS i po3poOKU



J>kepesia piHaHCYBaHHS

I>xepeJio ¢piHaHCyBaHHS: 7713 - KOWITHU IePXKOIOIKETY

daxTuyHmii 06car GinancyBaHHA 3a 3BiTHHHE eTam: 3955.900 TuUC. TpH.
5. HaykoBo-TexHi4Ha poooTa

HasBa po6oTHu (YKp)

BusHavyeHHs] F€HETUYHOI XapaKTEePUCTUKU MalieHTiB 3 TSHKKUM nepebirom COVID-19 njsi paHHBOTO NPOTHO3YBaHHS CTpATeTil

JIiKyBaHHS

Ha3zBa po6oTH (aHrJI)

Determination of genetic characteristics of individuals with severe COVID-19 for early prediction of treatment strategy

Pedepar (yxp)

Briepuie B YKpaiHi BUBYEHO 4aCTOTU reHOTUIB 3a BapiaHTamu reHis SFTPB, NR3Cl1, NOS3, IL1no ta IFNG y nauieHTiB i3 TSKKUM
nepebirom COVID-19. Briepie y cBiTi mocimxeHo BapiaHTu reHa NAT2 y koHTeKcTi Tspkkoi COVID-19-acoriiitoBaHOi MTHEBMOHII.
Busineno, mo renotunu NOS3, IL1n, IFNG ta NAT2 3Ha4yHO Bifpi3HSIOTHCS Bij, MOMYJLILIMHUX YacTOT i NOB'A3aHi 3 MiBUIIEHUM
PU3UKOM TSDKKOI MTHeBMOHii. Bapiantu SFTPB ta NATZ2 acouiitioBaHi 3 pO3BUTKOM FOCTPOTO PECHipaTOPHOrO NUCTPEC-CUHAPOMY
Ta MOTpe6oI0 y IITYYHi BeHTWssLii JiereHb. Takox BcraHoOBieHO BmauB BapiantiB SFTPB, NR3Cl ta ILlo Ha TpuBamicTe
TepaneBTUYHUX BTPY4YaHb y MAlli€HTIB BifiNeHb iIHTEHCUBHOI Tepamnii. Pe3ysbTaTy HOCIKEHHS MiIKPECIIIOIOTh 3HAYYIINNA BIJIUB
reHeTUYHUX BapiaHTiB Ha nepebir COVID-19, BHOCATh BaroMuil BHECOK y PO3yMiHHSI IaToreHe3y 3axBOPIOBAaHHS Ta MOro
IHIMBINya/lbHUX PUBUKIB, i MOXYTb CJIYIyBaTH OCHOBOWIO [JIs1 I€PCOHAJI30BAHOrO JIKYBaHHs, aJalTOBAaHOIO LO T€HETUYHUX

0COOJIMBOCTEN TAIliEHTIB.
Pedepar (aHrI)

For the first time in Ukraine, the genotype frequencies of the genetic variants SFTPB, NR3C1, NOS3, IL1n, and IFNG were studied
in patients with severe COVID-19. For the first time worldwide, NAT2 gene variants were investigated in the context of severe
COVID-19-associated pneumonia. It was found that the genotypes of NOS3, ILl1g, IFNG, and NAT2 significantly differ from
population frequencies and are associated with an increased risk of severe pneumonia. Variants of SFTPB and NAT2 were linked
to the development of acute respiratory distress syndrome and the need for mechanical ventilation. Furthermore, the influence
of SFTPB, NR3Cl, and ILIn variants on the duration of therapeutic interventions in intensive care unit patients was established.
The study results highlight the significant impact of genetic variants on the course of COVID-19, provide substantial insight into
the pathogenesis of the disease and its individual risks, and may serve as a basis for personalized treatment tailored to the
genetic characteristics of patients.

Ingexc YIK: 575.1/.2, 575:578.834:616.988.7:616.24-002-053.6 /.8-037-08

Kozu temaruunux pyopuk HTI: 34.23.01
6. HaykoBo-TexHiyHa npoaykuis (HTII)

HTII 1

Hassa npoaykii (ykp): Crioci6 nporuosysanHs nepe6iry COVID-19 Ha 0CHOBi reHOTUITyBaHHS 3a BapiaHToM 1s2430561 reHa IFNG

Hassa npoaykuii (aurJi): Method for predicting the course of COVID-19 based on genotyping for the rs2430561 variant of the
IFNG gene

OuikyBaHi pe3yybTaTi: MeTonu, Teopii

T'anyss 3acrocyBaHHS: [eHeTHYHA AiarHOCTHKA Ta IEPCOHATI30BaHa MEANIIMHA, 30KpeMa Y rayyssix iH(peKIiiiHIX XBopoo,

IyJIbMOHOJIOTIi Ta eMnifeMioorii.



Onuc npozykuii (ykp): Crioci6 nepen6ayae BU3HauY€HHS T€HOTHUIIIB 3a BapiaHToM rs2430561 rena IFNG y nauienTis 3 COVID-19-
acotiitoBaHoto. [1pu BusHaueHHi reHotumny TT 3a BapianTom rs2430561 rena IFNG y nanienTis i3 COVID-19 nporHosyeTbcst
NifBUIIEHUH PU3UK YCKIIaJHEHOTO 11epebiry 3aXxBOPIOBaHHS. . Lle 103BOINTh NPUAIATH iM Gisbile yBaru Ta CIIOCTEPEXXEHHS 11ie
JIO PO3BUTKY yCKJIaJHEHb. 30KpEMa, 1J1s1 TaKMX IallieHTiB MOXKHA Mifi6paTy 6isbil iHTEeHCHBHUIN a60 iHAMBIAyalbHO afalTOBAaHUI

IJ1IaH JIiKyBaHHH, CHpHMOBaHI/Iﬁ Ha 3HVDKEHHS PU3UKY PO3BUTKY YCKIaOHEHD.

ComiasbHO-eKOHOMIYHa crpsimoBaHicTs HTII: [TosinueHHs SIKOCTI JKUTTS Ta 3[0POB'sS. HACEJIeHHS, €(PeKTUBHOCTI 1iaTHOCTHKU

Ta JIiKyBaHHS XBOPUX

Crapgis 3aBepmenocti HTII: 3git no HIIJKP
Bruposagskenns HTII: BnposagxeHo
Crpoku BrpoBamykeHHs: 10.202412.2024

Bupo6HuK npoaykuii: lep>kaBHa ycraHoBa "HalioHanbHUN HAyKOBUIA LEHTP "[HCTUTYT Kapziosorii, KIiHIiYHOI Ta pereHepaTuBHOi

MmenuuuHy imeHi akageMmika M. JI. Crpakecka HalioHanbHOI akageMii MeIMYHUX HayK YKpaiHu"
Cno>kuBayi mpoayKuii: Mennko-reHeTnyHi 1aboparTopii/IeHTpy, BUIL MeINYHi 3aKyaau YKpainu
IlepcniekTHBHI pUHKHU: YKpaiHa

IIpaBa iHTeIeKTyasIbHOI BJIACHOCTI: 32 JOroBOpamu

®opmu Ta ymoBH nepepgaui npogykuii: CriiieHi HIJIKP
7. Bi6sriorpagiuHuii onuc

1. Fishchuk L. SFTPB (rs11130866) and NR3C1 (rs41423247) gene variants as potential clinical biomarkers for personalized
treatment strategy selection in patients with severe COVID-19 pneumonia / L. Fishchuk, Z. Rossokha, V. Pokhylko, et al //
Respir Investig. - 2023. - 61, N2 1. - P.103-109. DOI: 10.1016 /j.resinv.2022.10.008

2. Fishchuk L. NOS3 (rs61722009) gene variants testing in prediction of COVID-19 pneumonia severity / L. Fishchuk, Z. Rossokha,
V. Pokhylko, et al // Nitric oxide. - 2023. - 134-135. - P.44-48. DOI: 10.1016 /j.niox.2023.04.002

3. Fishchuk L. Influence of interferon gamma gene rs2430561 variant on complicated course of pneumonia in patients with
COVID-19 / L. Fishchuk, Z. Rossokha, V. Pokhylko, et al // Curr Pharmacogenomics Pers Med. - 2023. - 20, N2 3. - P.177-184.
DOI: 10.2174 /0118756921298456240422065122

4. Fishchuk L. NAT2 gene variants as a provocative factor for the severe course of COVID-19 pneumonia in Ukrainian patients /
L. Fishchuk, Z. Rossokha, V. Pokhylko et al // Curr Respir Med Rev.- 2024. - 20, N2 1 - P.65-71. DOL
10.2174 /011573398X274112231114075707

5. Pokhylko V. Association of the C3953T (rs1143634) variant of the interleukin 1 beta gene with the features of a complicated
course of COVID-19-associated pneumonia / V. Pokhylko, Y. Cherniavska, L. Fishchuk, et al // Mol Biol Rep. - 2024. - 51, N® 1. -
Article 630. DOI: 10.1007 /511033-024-09569-4

8. 3BiTHa JOKyMeHTaNist

KisIbKiCTh CTOPiHOK B 3BiTi: 62
Mosga 3BiTy: YKpaiHCbKa

KinpkicTs ¢aiisiB y 3BiTi: 1
9. 3aKJII0YHI BiOMOCTi

IlepeJiik 0Ci6O-BHKOHABIIiB
€BceenkoBa OseHa ['eHHaziiBHa (K. 6. H., IH.C)
Bypsik OnekcaHnp AHaTOJiNOBUY (H.C)

BnacoBa Onena MukoJiaiBHa



JleBkoBud Harasnis MukonaiBha (k. 6. H., IPOB.H.C.)
Munuk Harania MocumisHa (K. 6. H., C.H.C.)
MocroB'sk Map'sHa [leTpiBHa

OnbxoBud Bosnogumup IleTpoBud (H.c)

OnbxoBud Harasis BikTopiBHa (1. 6. H.)
[Moponbcbka CeiTnaHa BonogumupisHa (k. 6. H., [011.)
Poccoxa 304 IBaHiBHa (K. M€]I. H.)

Crpoit Imurpo Onekcangposuy (K.MeJ.H.)
TaBokina JIto60B BacusiBHa (k. 6. H.)

Tpodimona Hartans CepriiBna (k. 6. H., C.H.C.)
®imyk Jlinis €srexHisua (k. 6. H., C.H.C.)

Ileiiko Jlapuca [1aBmniBHA (K. M€, H., C.H.C.)

KepiBHHK opraHisamii:
KoBanenko Bononumup MukosiaioBud (1. Me[I. H.)
KepiBHuKHU po6oTH:

T'opoBeHko Harasis I'puropiBHa (n.meq.H., mpogecop)

KepiBHHK Bigziny peecTpanii HayKoBoi AisabpHOCTI

Opuenko T.A.
YkpIHTEI

T
OHy15



