Peectpaninina kaptka HIJIKP

Jep>kaBHUMH peecTparniiinuii Homep: 0124U002604
Bigkpura

Iara peecrpamnii: 29-03-2024

CraTtyc BUKOHABIS: 17 - TOJIOBHUI BUKOHABELb

1. BarasibHi BigoMmocTi

IligcraBa a1 NpoBeAeHHs PoOiT: 34 - HOroBip (3aMOBJIEHHS) 3 LIEHTPAJIbHUM OPTaHOM BUKOHABUOi BJIaJi1, aKaZleMielo HayK
(ro;10BHMMU PO3NOPSIAHMKAMU OI0TKETHUX KOIITIB Ha poBeaeHHs HIIKP)

KIIKBK: 6541030

Hampsm ¢inancyBanHs: 2.1 - pyHIaMeHTasbHI JOCTIIKEHHS

J>kepesia piHaHCYBaHHS

7713 - KOLITH AEeP>KOI0JKETY
3aransHuH 06csr dinaHcyBaHHS (THC. TpH.): 12344.800

Y Tomy 4mcJli o pokax (THC. TpH.):

Pix dinancyBaHHs
2024 2420.100
2025 2444.300
2026 2468.700
2027 2493.400
2028 2518.300

2. 3aMOBHHK

Ha3Ba opramnisanii: HalioHasbHa akaziemis Hayk Ykpainu

Kog, €IPIIOY /IIIH: 00019270

Agppeca: Bys1. Bonogumupcska, 6yg,. 54, m. Kuis, 01601, Yxpaina
IlizmopsiAKOBaHICTh:

Tenedon: 380442343243

E-mail: prez@nas.gov.ua

WWW: http://nas.gov.ua



3. BuxoHaBenp

Hasga oprani3anii: [lep>kaBHa ycTaHoBa "THCTUTYT Xxap4yoBoi 6ioTexHosorii Ta reHoMiku HanioHanbHOI akagemii Hayk YkpaiHu"
Kog, €IPIIOY /IIIH: 02128514

IlignopsaxoBaHicTs: HanioHanbHa akafieMis HayK YKpaiHu

Appeca: Bys1. Baiinu-BumHesenpkoro, 6y, 2-a, M. Kuis, 04123, Ykpaina

Tenedon: 380444630532

E-mail: office.ifbg@nas.gov.ua

WWW: http:/ /ifbg.org.ua
4. CliBBUKOHaBellb

5. HaykoBo-TexHi4Ha podoTa

HasBa po6oTHu (YKp)

BuBYEHHS €K30H-IHTPOHHOI CTPyKTypu [€HiB POCJMH Ta TpUbIiB SIK IpKepesa TeHETUYHUX MapKepiB MJisg MOJIEKYJISIPHO-

T€HETUYHUX JOCII>KEHb Ta MAPKEeP-OIIOCEPEIKOBAHOI CeJeKL il

Ha3zBa po6oTH (aHrJI)

Studying the exon-intron structure of plant and fungal genes as a source of genetic markers for molecular genetic studies and
marker-assisted selection

Merta po6oTH (YKp)

InenTudikaris Ta eBOJIOLIMHMI aHasi3 reHiB TyOysIiHy y pi3HUX BU/IB MOAiesbHOI popnHU Brassicaceae Ta rpu6iB (MaKpOMilleTiB)
3 MOJAJIbIIOK XapaKTEPUCTUKOIO iX F€HOMHOI OpraHisauii Ta eBOJIOLiMHOI icTopii, AXBEpreHLii KOAYIOUMUX Ta HEKOAYIOUMX

MOCJiTOBHOCTEN aHa/i30BaHUX T'eHiB.

Merta po6oTH (aHIJI)

Identification and evolutionary analysis of tubulin genes in various species of the model family Brassicaceae and fungi
(macromycetes) with further characterization of their genomic organization and evolutionary history, divergence of coding and
non-coding sequences of the analyzed genes.

IIpiopuTeTHHI HaIpPSIM HayKOBO-TEXHIYHOI AispHOCTI: OyHIAMEHTaNbHI HAYKOBI JOCIiIKEHHS 3 HAMBaKJIUBIIINX IIPOOIIEM
PO3BUTKY HayKOBO-TEXHIYHOTO, COLiaJIbHO-€KOHOMIYHOTI0, CyCIiJIbHO-TIOJIiTUYHOTO, JIIOJCHKOT0 IIOTEHIIiary

CrpaTeriyHui NPiOpUTETHUI HANIPSIM iHHOBAIiHHOI Ois1JIbHOCTI:

Bupg, po6otn: 39 - pyHnameHTaspHa

OuikyBaHi pe3yJbTaTi: MeTony, Teopii

I‘anysb 3aCTOCYBaHHI: Cinbcbke rocriogapCTtBo
Excnepru

Paguenko Bonogumup I'puroposud (g. 6. H., mpodecop, akam.)

6. ETaniu BUKOHaHHSA



Homep | ITouaTok | 3akinueHHs | 3BiTHHI AoKymeHT | Ha3Ba eramy

BuBY€HHS €K30H-iHTPOHHOI CTPYKTYPH I'€HiB POCJIMH Ta IpubiB SIK IKepesia
1 01.2024 |12.2028 OcTaTOYHUM 3BIiT  |F€HETUYHUX MAPKEPIB 1711 MOJIEKYJIIPHO-TEHETUYHHUX JOCIIIKEHb Ta

MapKep-OI0CEPEKOBAHOI CeJIEeKIil

7. Ingekc YK TrematuuyHux pyopuxk HTI
Kozu temaruunux py6puk HTI: 34.15.23, 34.23.35
Inpexc YIK: 577.21, 575.17, 577.21

8. 3aKJII0YHi BioOMOCTi

KepiBHHK opraHisamii:
Brrom flpocnas Bopucosud (z. 6. H., podecop, akaz,)
KepiBHUKH po6oTH:

[Tipko flpocnas BacunboBud (z. 6. H., CTApImINil HAYKOBUH CIiBPOGITHUK)

BignoBimanbpHui 3a mogaHHsa gokyMeHTIB: [Tipko f.B. (Texn.: +38 (050) 961-48-09)

KepiBHHK Bigginy peectpanii HayKoBoi gisyibHOCTI
YxpIHTEI

IOpyenko T.A.




